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ABSTRACT
Understanding seasonal variation in the distribution and movement patterns of
migratory species is essential to monitoring and conservation efforts. While there are
many species of migratory bats in North America, little is known about their seasonal
movements. In terms of conservation, this is important because the bat fatalities
from wind energy turbines are significant and may fluctuate seasonally. Here we
describe seasonally resolved distributions for the three species that are most impacted
by wind farms (Lasiurus borealis (eastern red bat), L. cinereus (hoary bat) and
Lasionycteris noctivagans (silver-haired bat)) and use these distributions to infer their
most likely migratory pathways. To accomplish this, we collected 2,880 occurrence
points from the Global Biodiversity Information Facility over five decades in North
America to model species distributions on a seasonal basis and used an ensemble
approach for modeling distributions. This dataset included 1,129 data points for
L. borealis, 917 for L. cinereus and 834 for L. noctivagans. The results suggest that all
three species exhibit variation in distributions from north to south depending on
season, with each species showing potential migratory pathways during the fall
migration that follow linear features. Finally, we describe proposed migratory
pathways for these three species that can be used to identify stop-over sites, assess
small-scale migration and highlight areas that should be prioritized for actions to
reduce the effects of wind farm mortality.
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Keywords Bats, GBIF, Lasiurus borealis, Lasiurus cinereus, Lasionycteris noctivagans, Migration
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INTRODUCTION
Conservation and management of migratory animals requires knowledge about their
seasonal movements across space and time (Webster et al., 2002). In a wide variety of taxa,
species migrate when resources vary seasonally (Shaw & Couzin, 2013) or temperature
variation results in thermal stress (Fleming & Eby, 2003). Due to small body sizes it is
difficult to track long distance movements of many taxa such as species of bats, birds and
insects reducing our understanding of their migratory behavior. While some progress
has been made using light-level geolocators (Åkesson et al., 2012) and various biomarkers
(e.g., Hobson & Wassenaar, 2018), these methods have limitations such as requiring
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recapture and low precision, respectively and as a result are limited in their impact. This is
particularly true for bats, small-bodied nocturnal mammals capable of true flight.

Although many species of bats migrate, only 12 of 500 Vespertilionid bats undertake
long-distance migration and understanding their migration is vital to the conservation of
these species (Fleming & Eby, 2003; Simmons & Cirranello, 2020; Welbergen et al.,
2020). By understanding the migration of these species, we can better understand the
pressures an individual will face during migration or at home ranges during non-migratory
time periods. However, limited information is currently available about the long-distance
migration of bats in North America. For example, in most species the approximate
direction (north-south), time of year and some rough estimates of distances travelled
are all that is known (Fleming & Eby, 2003; Pettit & O’Keefe, 2017) with much of this
information inferred from distribution modeling in these species (e.g., Hayes, Cryan &
Wunder, 2015) or biomarker studies, such as isotopes (e.g., Cryan, Stricker & Wunder,
2014).

Hydrogen isotopes have largely been the focal method for investigations into migration
of North American tree bats. For example, Baerwald, Patterson & Barclay (2014) used
isotope information to propose that Lasiurus cinereus and Lasionycteris noctivagans use
the eastern slopes of the Rocky Mountains as a migration route. Further, Cryan, Stricker &
Wunder (2014) used stable isotope data to suggest that L. cinereus has some east-west
movement during migration in addition to the north-south, likely toward coastal regions
during Autumn migration that potentially contain more suitable winter habitat.

In contrast to our understanding of migration in North American bats, there is more
known about bats from Europe and other regions. Previous studies have shown repeated
and partial migration (Lehnert et al., 2018), and that bats showed site fidelity at stop-
over sites during migration (Giavi et al., 2014). One important aspect of research is
understanding how bats navigate during migration and some have suggested the tracking
of linear features for bat migration (e.g., Voigt et al., 2016; Ahlén, Baagøe & Bach, 2009),
although others have challenged this interpretation (Krauel, McGuire & Boyles, 2018).
Further studies have also shown the impacts of humans during migration. Human
activities have the potential to disrupt bat migration via mechanisms such as interfering
with magnetic navigation (Voigt et al., 2017), increasing light pollution (Lacoeuilhe et al.,
2014), developing wind farms along migration corridors (Hayes, Cryan & Wunder, 2015),
or reducing stop-over sites and food availability through deforestation and habitat
destruction. To mitigate these effects, a better understanding of migration in bats is
needed.

A few of these species such as L. borealis (Eastern Red bat), L. cinereus (Hoary bat)
and L. noctivagans (Silver-haired bat) have been a focus of understanding these behaviors
in North America due to their high mortality at wind farms, with some estimates
predicting a 90% species population decline within 50 years due to wind farm interactions
(Frick et al., 2017). Bats are the most common animal found dead beneath wind turbines
in North America (Kunz et al., 2007) with the majority (~80%) of these individuals
consisting of just the three species of migratory listed above (Arnett & Baerwald, 2013).
Most of the fatalities for these species occur during a period of time coinciding with
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autumn migration (Kunz et al., 2007), but data linking the act of migration and mortality is
lacking. Overall, a more precise delineation of possible migratory corridors (defined here
as the most likely path followed during migration) and how these influence wind farm
interactions could help to minimize impacts of wind facilities on these species.

One explanation for the uncertainty about long-distance migratory pathways of
migratory bats is the lack of data on spatial locations through time which is in contrast to
such data which are widely available in better-studied migratory species such as birds.
One reason for this difference is that observational data on birds can come from a variety
of Citizen Science initiatives such as the Breeding Bird and Christmas Bird Surveys and
eBird (National Audubon Society, 2010; Sullivan et al., 2009). The difference in data
quantity is large. For example, a common migratory bird, the yellow warbler (Setophaga
petechia) has 2.39 million occurrences the Global Biodiversity Information Facility
(GBIF; checked 11 December 2019) whereas the entire family of Vespertilionidae bats
consisting of >400 species have only 1.49 million occurrences recorded. While the causes of
this disparity are many, the difference highlights the need to use other sources of data for to
study broad scale patterns of bat migration.

One approach to better understand seasonal distributions and identify migratory
corridors is to generate seasonally explicit species distribution models (SDMs; Fink et al.,
2010; Hayes, Cryan & Wunder, 2015; Smeraldo et al., 2018) and use these to infer
movement patterns. This approach has been successful in other migratory species, such as
birds (Reynolds et al., 2017). While other studies have begun to explore this approach
with tree bats (see Findley & Jones, 1964; Cryan, 2003; Hayes, Cryan & Wunder, 2015),
much of this work has focused on overall distributions as opposed to seasonal differences
in movement. However, seasonal movements can be studied by generating models of
bat distributions on a month-by-month basis that allow seasonal variation to be visualized
and infer the movement that took place between monthly occurrences.

In this study, our objective was to identify possible migratory pathways utilized by
migratory bat species in North America (L. borealis, L. cinereus and L. noctivagans)
through modelling their seasonal distributions using SDMs. While not the first study to
generate SDMs for these species, it is the first to use them to infer migration patterns
for the time between seasonal occurrences. The models generated in this study shed
light on the seasonal dynamics for these three species and highlight areas of interest for
further study of migratory corridors that could be used to investigate stop-over sites, small
scale migration, and be used as a starting point for designing methods to mitigate wind
farm mortality.

METHODS
Occurrence data from GBIF
Figure 1 shows an overview of the steps involved in data collection and analysis; more
detailed methods are described on Supplemental Material. To begin, all available
occurrence data were downloaded for L. borealis, L. cinereus, and L. noctivagans through
the GBIF data portal (http://www.gbif.org) on 11 March 2019 using only ‘Preserved
Specimens,’ ‘Human Observations’ and ‘Material Sample’ keywords for data from the past
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50 years (https://doi.org/10.15468/dl.dpiwzi, https://doi.org/10.15468/dl.irfol0 and
https://doi.org/10.15468/dl.viiyt5, respectively). This 50-year period was selected
because it allows for more confidence in the call of a species and its locality. While some
previous studies have verified occurrence data from older than 50 years ago (see Hayes,
Cryan & Wunder, 2015), we were unable to access the data from the museum collections
used in that study. In addition, due to climate change ranges may be shifting as has
been observed in some mammal species (MacLeod, 2009) and so using more recent
occurrence data likely provides more accurate current ranges. All downloaded records
were screened using several filters (see Supplemental Methods) as recommended by others
(Feeley & Silman, 2011; Carstens et al., 2018). Once data sets were filtered using these
criteria, we corrected for over sampling within a 1� region following guidelines given by
Hijmans & Elith (2017). In brief, we created a grid of 1� resolution (~111 km) and
subsampled our occurrence data to one occurrence per grid cell. This was done to reduce
the possibility of sampling bias in our data. While there exists a possibility of overthinning

Figure 1 Methods overview. Flowchart showing how occurrence data were analyzed and used to infer
migratory pathways for each bat species. Full-size DOI: 10.7717/peerj.11177/fig-1
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data, a larger concern was sampling bias inflating suitability of certain regions especially on
these analyses as suitability will determine the inferred pathways. This is especially true for
the known spatial bias that exists in GBIF data, due to differences in funding and data
sharing of institutions (Razgour et al., 2016). As a result, we took the conservative approach
of 1� grid sampling. In addition, other continent-wide studies for some species have used
similar scales for filtering and were shown to be an effective filtering approach (Fourcade
et al., 2014). Lastly, some have suggested that sampling be limited to an approximate home
range for a species (Kramer-Schadt et al., 2013). In this case, due to the highly volant nature
of bats with the ability to travel long distances of a given night broader filtering is needed.
For example, Morningstar & Sandilands (2019) documented an individual L. cinereus
traveling over 800 km in twoweeks, finishing ~50 km from the initial roost. As a result of this
high mobility, a larger grid sample likely produces more accurate distribution models.

Predictor environmental variables
WorldClim version 2 monthly climatic data were used at 2.5-min resolution (~4.5 km;
Fick & Hijmans, 2017) for our species distribution models and included the following
variables: precipitation (mm), solar radiation (kJ m−2 day−1), average temperature (�C),
maximum temperature (�C), minimum temperature (�C), vapor pressure (kPa) and wind
speed (m s−1; downloaded on 3 June 2019 from worldclim.org). WorldClim is a database of
high spatial resolution global weather and climate data. These data can be used for
mapping and spatial modeling. Additionally, elevation maps (Tachikawa et al., 2011; 11
March 2019), and the human influence index (WCS & CIESIN, 2005; 11 March 2019)
for North America were also downloaded as Jung & Threlfall (2018) showed a
negative response to urbanization in the Americas in insectivorous bats in the family
Vespertilionidae. Human influence was determined by combining population density,
human land use and infrastructure, and human access (WCS & CIESIN, 2005). Following
Hayes et al. (2015), we also included MODIS Normalized Difference Vegetative Index
(Didan et al., 2015) and Global Tree Coverage 2010 (Hansen et al., 2013) as metrics of
seasonality and leaf growth, which could impact prey abundance, and be a metric of
available roost sites in trees, downloaded on 4 June 2019 and 5 June 2019, respectively.
Prior to final selection of predictor variables, correlations between each possible pair of
predictor variables were determined and one variable from each pair that was strongly
correlated with the other was removed (r > 0.8; Mateo et al., 2013). Any removal of a
variable was determined based on biological relevance and previous uses in literature.

Species distribution modeling
Species distribution models were generated for each species using five different methods:
four specific model algorithms and an ensemble approach (see below). Specific algorithms
included: generalized linear model (GLM; Guisan, Edwards & Hastie, 2002), BIOCLIM
model (BC; Booth et al., 2014), random forest (RF; Breiman, 2001; Mi et al., 2017) and
maximum entropy (MaxEnt; Phillips, Dudik & Schapire, 2017). These four approaches,
while good predictors individually, can be made more effective through an ensemble
method. This approach accounts for the problems of each model and can allow for better
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performing models (Araújo & New, 2007; Marmion et al., 2009) and is becoming more
common (Razgour et al., 2016). Due to this and our results (see below), we used the
ensemble models for all analyses.

All SDM analyses were carried out in R using the packages “randomForest” (Liaw &
Wiener, 2018), “raster” (Hijmans, 2019), “rgeos” (Bivand & Lewin-Koh, 2019), “maptools”
(Bivand & Lewin-Koh, 2019), “dismo” (Hijmans et al., 2017), “sp” (Pebesma & Bivand,
2012), “ecospat” (Di Cola et al., 2017), “maps” (Becker et al. 2018), and “rJava” (Urbanek,
2019). We created 1,000 pseudo absence points for each month from random points in
the background layers and partitioned the model into testing (80%) and training data
(20%) using the “kfold” function.

Each model was then assessed using the Area under the receiver operating characteristic
curve (AUC) and the True Skill Statistic (TSS). These values were then used to weigh
each layer and were then combined into a single ensemble SDM. Following generation
of our ensemble models, they were assessed using the same AUC and TSS metrics as
outlined above and data points used for all other models for comparison to determine
which model to use for further analysis. These layers were then used to predict migratory
pathways.

The importance of individual variables was assessed using different methods for each
model. For RF we used the ‘importance’ function in the “randomForest” R package to
measure the importance of a variable in a model. With MaxEnt, variable importance was
assessed using ‘var.importance’ function in “ENMeval” to determine the importance of
each variable (Muscarella et al., 2014). For the GLM model, we used the ‘varImp’ function
present in “caret” (Kuhn et al., 2020).

Migratory pathways
To identify migratory pathways using SDMs we used three complementary methods:
circuit theory (McRae & Beier, 2007; Shah & McRae, 2008), 95th percentile suitability
(Poor et al., 2012), and least cost path analyses (LCP; Howey, 2011). Since each of these
methods have advantages and disadvantages, results from these three methods were
compared to generate a consensus delineation of possible corridors (Bond et al., 2017;
Marrotte & Bowman, 2017). While some authors have argued for selecting the single
best hypothesized approach (Marrotte & Bowman, 2017), as we do not know if these
species follow linear features as has been observed in some species (Ahlén, Baagøe & Bach,
2009) or exhibit more erratic movements, we could not confidently select a single
approach. Multiple authors (Dutta et al., 2016; Medley, Jenkins & Hoffman, 2015) show
that circuit and least-cost based analyses complement each other and can give more insight
into the movement of a species. In addition, the use of circuit theory and least-cost-path
allow for some movement through less suitable areas. In least-cost-path analyses an
individual’s path may go through less suitable areas as the model weighs both distance
and suitability of the areas traveled through. For example, the model would give preference
for travel through a single less suitable cell if the cumulative cost is less than four more
suitable cells. Similarly, in circuit theory it is possible for the “current” (an individual
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movement likelihood) to pass through less suitable cells as long as the total resistance to do
so is less than adjacent alternative paths.

For circuit theory, the protocol of Burke et al. (2019) was followed. In brief, we
aggregated our winter month occurrences (December–February) into a single dataset
and did the same for summer months (June–July), using Hayes et al. (2015) to determine
the appropriate months for each season. As SDMs can be interpreted as conductance
maps, we used an average of both spring and fall months (March, April, May and August,
September, October, respectively) to assess potential corridors between winter and
summer occurrences. These time periods are based on previously published distributions
of occurrences (Cryan, 2003), previous SDM modeling (Hayes, Cryan & Wunder, 2015),
wind farm fatality data (Arnett et al., 2008), radio telemetry (Walters et al., 2006), and
acoustic data (Muthersbaugh et al., 2019). Using Circuitscape (Shah & McRae, 2008),
we set our start (“source”) and end (“ground”) points based on the hypothesized direction
of migration. To identify patterns of spring migration, we set our start as winter
occurrences and end as summer points, with the spring SDMs as the conductance raster;
and summer as start and winter as end with fall SDMs as the fall migration conductance
raster; this was repeated for each species.

To use least cost path analysis to predict migratory pathways we used the R function
‘shortestPath’ implemented in ‘gdistance’ (Van Etten, 2017). The analysis was done
iteratively between all points previously designated as “Winter” and “Summer” points
for Circuitscape, and spring/fall conductance surfaces for cost determination. As single
pathways are likely not informative for species-wide migratory pathways, we combined
each least cost path to create a density of pathways. A high density of overlapping paths
was used to identify a potential migratory pathway. Additionally, while we are unable
to infer if a proposed path is true, we used Moran’s I (Moran, 1950) and Geary’s C
(Geary, 1954) to quantify if these proposed pathways are positively clustered, as would be
expected in a migratory corridor. We also quantified the distance traveled compared to
straight-line distance to determine if the proposed pathways would be biologically relevant
(i.e., if not following straight line, other factors influence where bats migrate through).
Next, binary rasters identifying potential migratory pathways using the 95th percentile
approach was generated to identify areas where bats are more likely to be concentrated
compared to background (Poor et al., 2012). This was to identify areas where suitability
is higher and therefore a potential migratory pathway. Finally, overlaps between
Circuitscape, least cost path and 95th percentile approaches were identified to highlight
locations where they agreed and those were inferred to be potential migratory pathways.

To ensure we are tracking migration and not simply sampling bias, a comparison
between the results for migratory pathways above and those from two non-long-distance
migratory species (Myotis lucifugus and Eptesicus fuscus) following the same methods
above was carried out. If the pathways are similar to those from these two species it is
possible that we are tracking the ability to capture bats during the winter instead of actual
movement. On the other hand, if pathways are different, then it is more likely that we
are identifying true pathways. Occurrence data for these additional species were collected
from GBIF on 31 January 2020 (https://doi.org/10.15468/dl.fphagx) and were treated in
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the same manner as the three migratory species to generate SDMs and test migratory
pathways.

RESULTS
GBIF occurrence data
A total of 20,697 occurrences were downloaded from the GBIF database: 8,362 for
L. borealis, 7,649 for L. cinereus, and 4,686 for L. noctivagans. After filtering, there were
10,743 data points remaining: 4,380 for L. borealis, 3,736 for L. cinereus and 2,627 for
L. noctivagans. Finally, after accounting for sampling bias there were 1,129 data points
for L. borealis, 917 for L. cinereus, and 834 for L. noctivagans (Fig. 2). For each month
numbers of data points ranged between 21 and 205 (Table 1). All months were above
the minimum of 13 observations suggested by Proosdij et al. (2016) (based on simulated
data) as necessary for SDM analyses for wide ranging species. Further, only December for
two species had occurrences below a higher secondary minimum threshold of 25 data
points based on empirical data (per Proosdij et al., 2016). SDM analyses were conducted
with each subset of data using each of the five modeling approaches: GLM, BC, RF,
MaxEnt and ensemble, for a total of 60 model runs for each species. While we acknowledge
the presence of other datasets (see NABat (https://www.nabatmonitoring.org/) and/or
American Wind/Wildlife Institute (https://awwi.org/)), we found that we had sufficient

Figure 2 Occurrences used for species distribution models. Each dot indicates a filtered occurrence for a migratory species. Each of these points
are then given a color based on the month when the occurrence was detected. These points were then used in order to generate species distribution
models for each season of a species. (A) Occurrence data for L. cinereus, (B) Occurrence data for L. borealis and (C) occurrence data for L. nocti-
vagans. Map outline generated using the ‘maps’ R package (Becker et al., 2018). Full-size DOI: 10.7717/peerj.11177/fig-2

Table 1 GBIF occurrence data.

January February March April May June July August September October November December Total

L. borealis 45 33 44 75 99 151 205 192 123 86 49 27 1129

L. cinereus 29 38 44 80 99 108 125 138 110 86 36 24 917

L. noctivagans 25 24 28 62 110 111 104 131 106 74 38 21 834

Total 99 95 116 217 308 370 434 461 339 246 123 72 2880

Note:
Number of GBIF occurrence points per month for each species analyzed after filtering.
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data available via GBIF for all months given that we had over 25 occurrences for 11
months, and the only month below this threshold is also deficient in other datasets. Further
these other datasets are not comprehensive across North American for all months and/or
are not readily available to the public.

Predictor variables
Following removal of variables that were highly correlated (r > 0.8), eight variables
were retained: elevation, forest coverage, NDVI, precipitation, solar radiation, average
temperature, vapor pressure and wind speed. The variables that were removed were
minimum and maximum temperature which were highly correlated with average
temperature (r = 0.98 and 0.99, respectively). Average temperature was selected due to
the ability of bats to regulate their body temperature and energy expenditure through
torpor (Baloun & Guglielmo, 2019). While relative importance of variables fluctuated
between the four original models implemented (GLM, MaxEnt, RF and BC), in general,
average temperature, solar radiation and vapor pressure were the most important variables
(Table 2; specific weights Table S1). In contrast, NDVI, percent forest, wind and
precipitation were consistently the least important variables.

Species distribution models
AUC scores range from 0.50 to 0.99, while TSS values range from 0.44 to 0.95 across all
five types of models. When evaluated by both AUC and TSS, the consistently best
performing species distribution model was the TSS weighted ensemble model (Fig. S1),
with this model having a minimum AUC of 0.94 and TSS of 0.78 (Table S2), indicating a
high predictive performance (e.g. Smeraldo et al., 2018). In addition, these high values
indicate sufficient sampling (both number and spatial scale) present for the analyses
completed. With the exception of the model for L. borealis for July, our TSS weighted
ensemble model was always determined to be the best model by both AUC and TSS. As a
result of the ensemble models consistently high performance, it was used for all subsequent
analyses. We now describe the results for each of the three species.

While we did not explicitly explore the seasonal variation present in each species
generated SDM’s, this variation can be observed in Fig. 3 (each species detailed in
Figs. S2–S4). In short, we observe trends that are similar to those found in previous studies
(e.g. Baerwald & Barclay, 2011; Johnson et al., 2011; Hayes, Cryan & Wunder, 2015).
For L. borealis and L. cinereus we observe concentration of habitat suitability in the

Table 2 Variable importance.

Precipitation Solar radiation Temperature Vapor pressure Wind speed Human influence Elevation NDVI Forest cover

Random forest 5 2 1 3 8 7 4 6 9

MaxENT 6 2 1 3 8 4 5 7 9

GLM 6 1 2 3 7 4 5 8 9

Note:
Variable importance rank for three of the four SDM models implemented in these analyses. 1—indicates the most important variable, while 9—represents the least
important. Each importance was found by the following: RF we used the ‘importance’ function in the “randomForest” R package, MaxEnt, variable importance was
assessed using ‘var.importance’ function in “ENMeval”, GLM model, we used the ‘varImp’ function present in “caret”.
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southern portions of their range during winter months with a northward movement
during the summer into early fall. This is followed by a contraction again to the south.
On the other hand, L. noctivagans exhibits a different pattern: while it has suitable
habitat further north during the winter and expands northward it doesn’t appear to do so
to the same extent as the other two species. With these results being similar to expected, we
can use them to predict the most likely migratory pathways.

Potential migratory pathways
Using three methods (Circuitscape, LCP and 95th percentile), we find potential migratory
pathways for each species that vary between the spring and fall seasons (Fig. 4; Circuitscape
maps are shown in Fig. S5). In terms of spring migration patterns, L. borealis shows
highest density of LCP along the Eastern coast of the U.S. and near the Mississippi River
suggesting an avoidance of the Appalachian Mountains and using coasts and rivers as
guidance during migration (Fig. 4). This pattern is also present in the 95th percentile maps.

Figure 3 Seasonal suitability for three Species of migratory bat species. Seasonal SDMs for all three species (L. borealis, L. cinereus, and
L. noctivagans). Colors identify either individual species or groups of species that occur in a given area. Outlier cells have been removed, and all
rasters rescaled to range from 0 to 1. For more detailed figures for each species, see Figs. S2–S4. Each species is as follows (in order of Winter, Spring,
Summer and Fall): (A)–(D) L. borealis, (E)–(H) L. cinereus and (I)–(L) L. noctivagans. Map outline generated using the ‘maps’ R package (Becker
et al., 2018). Full-size DOI: 10.7717/peerj.11177/fig-3
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For L. cinereus, higher LCP densities occur along Western Mexico into the Southern U.S.,
after which the higher probability pathways lie on either side of the Rocky Mountains
pattern and along the Atlantic coast suggesting a lack of resolved pathway during this
time period (Fig. 4). This is also supported by the 95th percentile map showing higher
suitability scores being present in both these regions before the paths would extend
further north. Finally, L. noctivagans shows two different patterns: LCP maps suggest
movement from south to north in the Western U.S. along the Pacific coast and along the
western edge of the Rocky Mountains (Fig. 4). In the Eastern U.S. there appears to be
more of an east-west movement during which individuals would split off to move north
or south, likely indicating a partial or incomplete migration in this species. For each of
these species we see significant positive clustering in our pathways when using both
Moran’s I and Geary’s C (Table 3). We can also observe that these potential pathways are
significantly longer than straight line distance by hundreds of kilometers meaning these
pathways would be biologically important, or in other words, that the most likely paths
found here follow some biologic aspect of the area.

In terms of fall patterns, L. borealis shows two apparent migration paths: one along the
East coast, and the other near the Mississippi River and into the Southern plains (Fig. 4).
These paths are supported by the 95th percentile map, which shows suitable habitat in
these areas at the same time of year. These two paths again indicate a potential following of
coastline and rivers as linear guides during migration. L. cinereus shows evidence for
multiple pathways (Fig. 4). Two possible pathways are present along the coasts of the

Figure 4 Potential migratory pathways. Migration pathways determined using two approaches: binary models determined from TSS weighted
ensemble model using 95th percentile threshold determined for each species (shown in grey and white), and least-cost-path density (shown as color
gradient) for each species (Spring and Fall respectively) (A) and (F) L. borealis, (B) and (G) L. cinereus, (C) and (H) L. noctivagans, (D) and (I)
M. lucifugus and (E) and (J) E. fuscus. Map outline generated using the ‘maps’ R package (Becker et al., 2018).

Full-size DOI: 10.7717/peerj.11177/fig-4
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Atlantic and Pacific, again indicating a possible following of coastlines during migration.
While the Pacific is the clearer pathway of the two there is still a high density of lines
along the Atlantic, which could be a minor pathway for those individuals navigating
around the Appalachian Mountains. In addition, a pathway appears in our LCP map
and is supported by the 95th percentile map along the Mississippi River. There is also
evidence for movement through the Great Plains between the eastern slopes of the
Rocky Mountains and the interior highlands near Missouri and Arkansas. Finally,
L. noctivagans shows similar patterns for fall as those observed during spring migration
periods (Fig. 4). We see a north-south pathway west of the Rocky Mountains, and east of
those, a more east-west pathway is observed, with movements extending north or
south, which again potentially indicates a partial or incomplete migration. With fall
migration, we also observe positively clustered pathways that are significantly longer than
Euclidean distance (Table 3).

The two bats that are not long-distance migrants show less variation in seasonal
distribution as compared to the three migrant species discussed earlier (Fig. 4).
In particular, both E. fuscus and M. lucifugus show a consistent east-west distribution
pattern that does not change throughout the year. This supports the idea that changes in
distributions of the migratory species likely reflect migratory behavior. Of interest is that
the pathways determined by LCP for E. fuscus are similar to L. noctivagans, providing
additional support that silver-haired bats undergo only a partial migration, that being
some individual migrant while others overwinter in northern portions of the range. This
seems possible as it has been documented silver-haired bats can overwinter at Northern
latitudes (Cryan, 2003).

DISCUSSION
Other studies have used SDMs and occurrence to model seasonal distributions of
wide-ranging migratory bats including those studied here (e.g., Cryan, 2003; Hayes,
Cryan & Wunder, 2015). This study extends this approach by using SDMs to predict
migratory corridors, in this case the most likely path used. In essence, while others have
used these data to delineate where bats are at a given time, we expand on this by attempting

Table 3 Spatial clustering of paths.

Spring Fall

Moran’s I Geary’s C Paired t-test Moran’s I Geary’s C Paired t-test

I p-Value C p-Value Mean increase p-Value I p-Value C p-Value Mean increase p-Value

L. noctivagans 0.39 0.01 0.60 0.01 880.40 <0.001 0.34 0.01 0.67 0.01 767.16 <0.001

L. borealis 0.45 0.01 0.54 0.01 348.33 <0.001 0.42 0.01 0.56 0.01 325.39 <0.001

L. cinereus 0.36 0.01 0.65 0.01 721.51 <0.001 0.37 0.01 0.63 0.01 526.85 <0.001

Note:
Moran’s I and Geary’s C to determine if clustering among potential migratory pathways is present. For Moran’s I, values range between −1 and 1, with values above 1
indicating positive clustering. Geary’s C values range between 0 and 2, with values below 1 indicating positive clustering. Results given for paired t-tests comparing
Euclidean and Least-Cost distances.
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to understand what is happening between these occurrences. Below we discuss limitations
of our analyses and then expand on the conservation implications of our results.

Analysis limitations
Using species occurrence data to generate species distribution models can be impacted by
sampling biases present in the data (Feng et al., 2019). We attempted to minimize these
biases by following guidelines described in Feng et al. (2019). Specifically, we took steps to
reduce oversampling of regions by subsampling our dataset to 1 point per 1� grid cell.
Additionally, because occurrence records only represent presence points, and not true
absences, we included models that require only presence data or can be adapted for use
with presence only data. Despite these measures, it is possible biases remain in our models
and so we stress that our models represent hypothetical species distributions and
migratory pathways for any point in time. Another potential limitation with this approach
is ability of bats to traverse unsuitable habitat. This could lead to some true pathways
we are unable to predict as our models “prefer” suitable areas for inferring patterns of
movement. However, the approaches used allow for some level of traversing areas of
unsuitable habitat prior to using suitable stop-over sites (as noted above). As a result,
we further stress that the pathways presented are only the most likely to be used and should
be investigated further via other sources of data for inferring individual movements such as
biomarkers and GPS tags.

Migratory pathways
Our analyses identify potential migratory pathways across modelling approaches, although
we observed some differences that likely result from features of the data that are given
different weight by different methods (McClure, Hansen & Inman, 2016). For example,
we were unable to identify clear pathways using Circuitscape despite using multiple
transformations of our data (square root, log, natural log and cube-root transformations).
The lack of identifiable paths using Circuitscape may indicate a true lack of clear migratory
pathways yet still reflect the general patterns shown by the other methods. This is
supported by the least cost path analysis, as while the figures present the most likely
paths (Fig. 4), many other paths were evident (see Fig. S6). Diffusion or a wandering
migration, across the landscape has been proposed for these species in previous studies
(Weller et al., 2016;McGuire, 2019). As noted in Baerwald et al. (2021) for some species of
migratory bats, more erratic ‘wandering’ movements in opposite direction of typical
seasonal movements may be observed. While we find some evidence for this in our data,
the Circuitscape maps identity areas of higher possible movement are also predicted by the
LCP and 95th percentile threshold methods, providing support for specific proposed
pathways. We emphasize that our results are not definitive delineations of a single
migratory corridor followed by all individuals for the entire duration of migration. Rather,
they identify the general paths followed during spring and fall migration while allowing for
individual variation.

We note that specific features of our most likely migration pathways match patterns
proposed by others. For example, in L. cinereus we find support movement along the
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eastern slope of the Rocky Mountains. The same pattern was proposed by Baerwald,
Patterson & Barclay (2014) as a likely route followed by spring and fall migrants of
the same species to and from Alberta, Canada based on isotope data. In addition,
consistent with our study, results from GPS tagging work suggest that L. cinereus uses the
west of the Rocky Mountains during Autumn migration (Weller et al., 2016), although the
sample size was limited. Finally, further work in L. cinereus using isotopes by provides
strong support for predominantly north-south movement (especially in the Autumn) with
some east-west movement Cryan, Stricker & Wunder (2014). These patterns are also
observed in our data.

In addition, while some differences between this study and those observed in Cryan,
Stricker & Wunder (2014) such as apparent crossing of the Rocky Mountains, these could
be in part due to how the pathways are presented. In Cryan, Stricker &Wunder (2014) they
represent movement using straight lines, whereas in nature bats may follow less direct,
non-linear paths which are better captured by our approach. Further differences can be
observed for L. cinereus in that Cryan, Stricker & Wunder (2014) find less support for
north-south movement during spring than we do. This difference could be an artifact
of the use of isotope data which can lack precision, or it’s possible our current
understanding of spring migration is different than previously expected and tested here.
Weller et al. (2016) also found some differences between our proposed pathways and their
data. While their sample sizes were limited, they found some support for a more
‘wandering’ migration in this species (at least west of the Rocky Mountains).

Finally, in L. borealis, there have been numerous reports of individuals being
captured offshore during migratory time periods (e.g., Sjollema et al., 2014; Hatch et al.,
2013). These reports support our findings suggesting bats use linear features, such as
coastlines, during migration. Lastly, L. noctivagans is regularly captured during winter
months in the northern portions of their range (Falxa, 2007; Barnhart & Gillam, 2017)
supporting the interpretation of this species as a partial migrant. However, as noted in
Baerwald, Patterson & Barclay (2014), some individuals are likely migratory and may
follow some portion of the Rocky Mountains, a path not strongly supported in our data for
L. noctivagans. The lack of clear pathways for L. noctivagans also support the ‘wandering’
migration proposed by McGuire (2019). In summary, while some differences do exist
between our results and others, the broader trends in terms of patterns of movements in
these bats appear to be mostly consistent with previous studies.

The most likely pathways found here for bats match migratory patterns of many
other species in North America including waterfowl and insects (e.g., Lincoln, 1935;
Westbrook et al., 2016; Tracy et al., 2019). Of interest is the similarity to insect migrations
which is consistent with an idea proposed by Rydell et al. (2010) that bat deaths at
wind farms may be related to feeding on migratory insects near turbines. Bats may be
tracking the migration of insects to determine their pathways and are feeding on them
during migration leading to turbine mortality of bats (but see Reimer, Baerwald & Barclay,
2018).

Another possible explanation for the paths in the results are that bats use linear features,
such as rivers, coastlines, and mountain ranges, as guides during migration (Wang et al.,
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2007; Ijäs et al., 2017). For example, in L. borealis we observe apparent tracking of the
Mississippi river and Atlantic Coast/eastern edge of Appalachian Mountains, while
L. cinereus tracks the previous two mentioned and the Pacific Coast. One proposed
rationale for the tracking of water bodies is that these features support a higher abundance
of prey to feed upon during migration, allowing for more rapid travel (Furmankiewicz &
Kucharska, 2009). We note, however, that other studies have failed to support this idea.
For example, Krauel, McGuire & Boyles (2018) did not find evidence that another
species of bat (Myotis sodalis) used rivers as a navigation guide during migration. Likewise,
based on data from acoustic surveys, Cortes & Gillam (2020) did not find support for
the use of the Missouri River as a migration guide for multiple species. These differences
may be due to the geographic scale at which the studies were conducted compared to
the results presented here. For example, Cortes & Gillam (2020) was conducted over a
~100 km of the Missouri River while our study focuses on much larger scales. It’s possible
that the 100 km portion of the river studied by Cortes & Gillam (2020) is not widely used
as a linear feature for navigation but the use of rivers is common when looking more
broadly. The last possibility for the apparent tracking of rivers and coasts is that increased
tree cover also appears to follow these same features (i.e., near river = more trees; as
observed in tree cover maps from Hansen et al. (2013)). While there are multiple
hypotheses for the tracking of linear features, we are not able to distinguish between them,
and it could even be some combination of them all. Further, the rationale for use of linear
features likely vary among and between species of bats. As noted above, while all this
may be true, we only present the most likely path for migration but that does not mean it is
the only path. While individuals likely vary, the broad trends observed in our data can
inform the conservation of these species.

Conservation for migratory bat species needs to be politically and geographically
broad to be effective (Fleming, 2019). Conservation plans need to include protecting roost
sites (during all stages of life), stop-over sites, and conserving foraging habitat around these
sites (Fleming, 2019). Our results give direction as to where to look for stopover sites
during migration, provide a starting point to identify areas where protecting habitat for
migration is needed, and supply information as to where to best implement
smart-curtailment mitigation methods during fall migration (Hayes et al., 2019).

In addition, there has been a recent focus on understanding the small-scale patterns of
the movement that are embedded in larger migration patterns of these bats to develop
effective conservation measures at small spatial scales (e.g., Baerwald, Patterson & Barclay,
2014). Our results contribute to this effort by providing specific hypothesis with which
to direct future studies that focus on understanding small-scale aspects of the larger
migration movements. For example, researchers could look for migration through
regions highlighted here by using acoustic detectors or other methods along areas of
the Mississippi River or in areas moving between coastal and nearby mountain ranges,
similar to the work done by Cortes & Gillam (2020) along the Missouri River. This type of
research could identify areas of high bat activity during migration periods where
mitigation efforts could be focused to have the largest impact through reduction of
mortality due to wind farms and other causes.
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CONCLUSIONS
Developing a better understanding about how these species move to and from summer
habitat may be key in reducing the number of bats killed at wind farms. With bats making
significant contributions to the economy of the United States through ecosystem services
(Boyles et al., 2011) and provide valuable ecological services (Ghanem & Voigt, 2012)
effective and practical measures are necessary to reduce the number of bat deaths annually
at wind farms (Frick et al., 2017). By understanding migration, we can better mitigate
and conserve species that are currently of concern in many states (e.g. Ohio Division of
Wildlife, 2015). Our study provides SDMs that can be used as priors in conjunction with
isotopic or other biomarker models for determining movement and more importantly,
establish a proof of concept of how SDMs can be used to predict migratory pathways.
We further provide more information on the movements of migratory bats, thereby
informing researchers on where to focus our efforts towards the goal of reducing bat
mortality due to wind farms.

ACKNOWLEDGEMENTS
We like to thank the Carstens and Gibbs lab groups in the Department of EEOB at Ohio
State for their help in proofreading and editing of this manuscript. We also thank Erin
Hazelton and Jonathan Sorg, Ohio Division of Wildlife, for assistance with grant
administration. This study is a contribution from the Ohio Biodiversity Conservation
Partnership between Ohio State University and the Ohio Division of Wildlife.

ADDITIONAL INFORMATION AND DECLARATIONS

Funding
This work was supported by a grant (GRT00046616) from the Competitive State Wildlife
Grants Program to Ohio State University and the University of Maryland Center for
Environmental Science as jointly administered by the US Fish and Wildlife Service, the
Ohio Division of Wildlife and the Maryland Division of Natural Resources. The funders
had no role in study design, data collection and analysis, decision to publish, or
preparation of the manuscript.

Grant Disclosures
The following grant information was disclosed by the authors:
Competitive State Wildlife Grants Program: GRT00046616.
US Fish and Wildlife Service.
Ohio Division of Wildlife.
Maryland Division of Natural Resources.

Competing Interests
The authors declare that they have no competing interests.

Wieringa et al. (2021), PeerJ, DOI 10.7717/peerj.11177 16/23

http://dx.doi.org/10.7717/peerj.11177
https://peerj.com/


Author Contributions
� Jamin G. Wieringa conceived and designed the experiments, performed the experiments,
analyzed the data, prepared figures and/or tables, authored or reviewed drafts of the
paper, and approved the final draft.

� Bryan C. Carstens conceived and designed the experiments, authored or reviewed drafts
of the paper, and approved the final draft.

� H. Lisle Gibbs conceived and designed the experiments, authored or reviewed drafts of
the paper, and approved the final draft.

Data Availability
The following information was supplied regarding data availability:

Data and code used are available at GitHub: https://github.com/jgwieringa/Seasonal_
SDM.

Data is also available at Dryad:
Wieringa, Jamin (2021), Seasonal distributions and predicting migratory pathways for

three species of bats, Dryad, Dataset, DOI 10.5061/dryad.2rbnzs7mz.

Supplemental Information
Supplemental information for this article can be found online at http://dx.doi.org/10.7717/
peerj.11177#supplemental-information.

REFERENCES
Ahlén I, Baagøe HJ, Bach L. 2009. Behavior of Scandinavian bats during migration and foraging at

sea. Journal of Mammalogy 90(6):1318–1323 DOI 10.1644/09-MAMM-S-223R.1.

Åkesson S, Klaassen R, Holmgren J, Fox JW, Hedenström A. 2012. Migration routes and
strategies in a highly aerial migrant, the common swift Apus apus, revealed by light-level
geolocators. PLOS ONE 7:e0041195 DOI 10.1371/journal.pone.0041195.

Araújo MB, New M. 2007. Ensemble forecasting of species distributions. Trends in Ecology &
Evolution 22(1):42–47 DOI 10.1016/j.tree.2006.09.010.

Arnett EB, Baerwald EF. 2013. Impacts of wind energy development on bats: implications for
conservation. In: Adams R, Pederson S, eds. Bat Evolution, Ecology, and Conservation. New
York: Springer, 435–456.

Arnett EB, BrownWK, EricksonWP, Fiedler JK, Hamilton BL, Henry TH, Jain A, Johnson GD,
Kerns J, Koford RR, Nicholson CP, O’Connell TJ, Piorkowski MD, Tankersley RD Jr. 2008.
Patterns of bat fatalities at wind energy facilities in North America. Journal of Wildlife
Management 72(1):61–78 DOI 10.2193/2007-221.

Baerwald EF, Barclay RM. 2011. Patterns of activity and fatality of migratory bats at a wind energy
facility in Alberta, Canada. Journal of Wildlife Management 75(5):1103–1114
DOI 10.1002/jwmg.147.

Baerwald EF, Patterson WP, Barclay RMR. 2014. Origins and migratory patterns of bats killed by
wind turbines in southern Alberta: evidence from stable isotopes. Ecosphere 5(9):1–17
DOI 10.1890/ES13-00380.1.

Baerwald EF, Weller TJ, Green DM, Holland RA. 2021. There and back again: homing in bats
revisited. In: 50 Years of Bat Research. Switzerland: Springer, 173–187.

Wieringa et al. (2021), PeerJ, DOI 10.7717/peerj.11177 17/23

https://github.com/jgwieringa/Seasonal_SDM
https://github.com/jgwieringa/Seasonal_SDM
https://dx.doi.org/10.5061/dryad.2rbnzs7mz
http://dx.doi.org/10.7717/peerj.11177#supplemental-information
http://dx.doi.org/10.7717/peerj.11177#supplemental-information
http://dx.doi.org/10.1644/09-MAMM-S-223R.1
http://dx.doi.org/10.1371/journal.pone.0041195
http://dx.doi.org/10.1016/j.tree.2006.09.010
http://dx.doi.org/10.2193/2007-221
http://dx.doi.org/10.1002/jwmg.147
http://dx.doi.org/10.1890/ES13-00380.1
http://dx.doi.org/10.7717/peerj.11177
https://peerj.com/


Baloun DE, Guglielmo CG. 2019. Energetics of migratory bats during stopover: a test of the
torpor-assisted migration hypothesis. Journal of Experimental Biology 222(6):885–893
DOI 10.1242/jeb.196691.

Barnhart PR, Gillam EH. 2017. Documentation of overwintering bat species presence and
hibernacula use in the badlands of North Dakota. Northwestern Naturalist 98(1):48–56
DOI 10.1898/NWN15-34.1.

Becker RA, Wilks AR, Brownrigg R, Minka TP, Deckmyn A. 2018. maps: draw geographical
maps, R package. Available at https://cran.r-project.org/package=maps.

Bivand R, Lewin-Koh N. 2019. Package ‘maptools’: R package. Available at https://cran.r-project.
org/package=maptools.

Bond ML, Bradley CM, Kiffner C, Morrison TA, Lee DE. 2017. A multi-method approach to
delineate and validate migratory corridors. Landscape Ecology 32(8):1705–1721
DOI 10.1007/s10980-017-0537-4.

Booth TH, Nix HA, Busby JR, Hutchinson MF. 2014. BIOCLIM: the first species distribution
modelling package, its early applications and relevance to most current MAXENT studies.
Diversity and Distributions 20(1):1–9 DOI 10.1111/ddi.12144.

Boyles JG, Cryan PM, McCracken GF, Kunz TH. 2011. Economic importance of bats in
agriculture. Science 332(6025):41–42 DOI 10.1126/science.1201366.

Breiman L. 2001. Random forests. Machine learning 45(1):5–32 DOI 10.1023/A:1010933404324.

Burke RA, Frey JK, Ganguli A, Stoner KE. 2019. Species distribution modelling supports “nectar
corridor” hypothesis for migratory nectarivorous bats and conservation of tropical dry forest.
Diversity and Distributions 25(9):1–17 DOI 10.1111/ddi.12950.

Carstens BC, Morales AE, Field K, Pelletier TA. 2018. A global analysis of bats using automated
comparative phylogeography uncovers a surprising impact of Pleistocene glaciation. Journal of
Biogeography 45(8):1795–1805 DOI 10.1111/jbi.13382.

Cortes KM, Gillam EH. 2020. Assessing the use of rivers as migratory corridors for temperate bats.
Journal of Mammalogy 101(2):448–454 DOI 10.1093/jmammal/gyz211.

Cryan PM. 2003. Seasonal distributions of migratory tree bats (Lasiurus and Lasionycteris) in
North America. Journal of Mammalogy 84:579–593
DOI 10.1644/1545-1542(2003)084<0579:SDOMTB>2.0.CO;2.

Cryan PM, Stricker CA, Wunder MB. 2014. Continental-scale, seasonal movements of a
heterothermic migratory tree bat. Ecological Applications 24(4):602–616
DOI 10.1890/13-0752.1.

Di Cola V, Broennimann O, Petitpierre B, Breiner FT, D’Amen M, Randin C, Engler R,
Pottier J, Pio D, Dubuis A, Pellissier L, Mateo Rén G, Hordijk W, Salamin N, Guisan A.
2017. ecospat: an R package to support spatial analyses and modeling of species niches and
distributions. Ecography 40(6):774–787 DOI 10.1111/ecog.02671.

Didan K, Munoz AB, Solano R, Huete A. 2015. MODIS vegetation index user’s guide (MOD)13
series version 3. Available at https://vip.arizona.edu/documents/MODIS/MODIS_VI_
UsersGuide_June_2015_C6.pdf.

Dutta T, Sharma S, McRae BH, Roy PS, DeFries R. 2016. Connecting the dots: mapping habitat
connectivity for tigers in central India. Regional Environmental Change 16(1):53–67
DOI 10.1007/s10113-015-0877-z.

Falxa G. 2007. Winter foraging of silver-haired and California myotis bats in western
Washington. Northwestern Naturalist 88(2):98–100
DOI 10.1898/1051-1733(2007)88[98:WFOSAC]2.0.CO;2.

Wieringa et al. (2021), PeerJ, DOI 10.7717/peerj.11177 18/23

http://dx.doi.org/10.1242/jeb.196691
http://dx.doi.org/10.1898/NWN15-34.1
https://cran.r-project.org/package=maps
https://cran.r-project.org/package=maptools
https://cran.r-project.org/package=maptools
http://dx.doi.org/10.1007/s10980-017-0537-4
http://dx.doi.org/10.1111/ddi.12144
http://dx.doi.org/10.1126/science.1201366
http://dx.doi.org/10.1023/A:1010933404324
http://dx.doi.org/10.1111/ddi.12950
http://dx.doi.org/10.1111/jbi.13382
http://dx.doi.org/10.1093/jmammal/gyz211
http://dx.doi.org/10.1644/1545-1542(2003)084%3C0579:SDOMTB%3E2.0.CO;2
http://dx.doi.org/10.1890/13-0752.1
http://dx.doi.org/10.1111/ecog.02671
https://vip.arizona.edu/documents/MODIS/MODIS_VI_UsersGuide_June_2015_C6.pdf
https://vip.arizona.edu/documents/MODIS/MODIS_VI_UsersGuide_June_2015_C6.pdf
http://dx.doi.org/10.1007/s10113-015-0877-z
http://dx.doi.org/10.1898/1051-1733(2007)88[98:WFOSAC]2.0.CO;2
http://dx.doi.org/10.7717/peerj.11177
https://peerj.com/


Feeley KJ, Silman MR. 2011. Keep collecting: accurate species distribution modelling requires
more collections than previously thought. Diversity and Distributions 17(6):1132–1140
DOI 10.1111/j.1472-4642.2011.00813.x.

Feng X, Park DS, Walker C, Peterson AT, Merow C, PapeşM. 2019. A checklist for maximizing
reproducibility of ecological niche models. Nature Ecology & Evolution 3(10):1382–1395
DOI 10.1038/s41559-019-0972-5.

Fick SE, Hijmans RJ. 2017. WorldClim 2: new 1‐km spatial resolution climate surfaces for global
land areas. International Journal of Climatology 37(12):4302–4315 DOI 10.1002/joc.5086.

Findley JS, Jones C. 1964. Seasonal distribution of the hoary bat. Journal of Mammalogy
45(3):461–470 DOI 10.2307/1377421.

Fink D, Hochachka WM, Zuckerberg B, Winkler DW, Shaby B, Munson MA, Hooker G,
Riedewald M, Sheldon D, Kelling S. 2010. Spatiotemporal exploratory models for broad-scale
survey data. Ecological Applications 20(8):2131–2147 DOI 10.1890/09-1340.1.

Fleming TH. 2019. Bat migration. Encyclopedia of Animal Behavior 2010:605–610.

Fleming TH, Eby P. 2003. Ecology of bat migration. In: Kunz TH, Fenton MB, eds. Bat Ecology.
Chicago: The University of Chicago Press, 164–208.

Fourcade Y, Engler JO, Rödder D, Secondi J. 2014.Mapping species distributions with MAXENT
using a geographically biased sample of presence data: a performance assessment of methods for
correcting sampling bias. PLOS ONE 9(5):e97122 DOI 10.1371/journal.pone.0097122.

Frick WF, Baerwald EF, Pollock JF, Barclay RMR, Szymanski JA, Weller TJ, Russell AL,
Loeb SC, Medellin RA, McGuire LP. 2017. Fatalities at wind turbines may threaten population
viability of a migratory bat. Biological Conservation 209:172–177
DOI 10.1016/j.biocon.2017.02.023.

Furmankiewicz J, Kucharska M. 2009.Migration of bats along a large river valley in southwestern
Poland. Journal of Mammalogy 90(6):1310–1317 DOI 10.1644/09-MAMM-S-099R1.1.

Geary RC. 1954. The contiguity ratio and statistical mapping. Incorporated Statistician
5(3):115–146 DOI 10.2307/2986645.

Ghanem SJ, Voigt CC. 2012. Increasing awareness of ecosystem services provided by bats.
In: Brockmann HJ, Roper J, Timothy, Naguib M, Mitani JC, Simmons LW, eds. Advances in the
Study of Behavior. 44th Edition. Cambridge: Academic Press, 279–302.

Giavi S, Moretti M, Bontadina F, Zambelli N, Schaub M. 2014. Seasonal survival probabilities
suggest low migration mortality in migrating bats. PLOS ONE 9(1):e85628
DOI 10.1371/journal.pone.0085628.

Guisan A, Edwards TC Jr, Hastie T. 2002. Generalized linear and generalized additive models in
studies of species distributions: setting the scene. Ecological Modelling 157(2–3):89–100
DOI 10.1016/S0304-3800(02)00204-1.

Hansen MC, Potapov PV, Moore R, Hancher M, Turubanova SA, Tyukavina A, Thau D,
Stehman SV, Goetz SJ, Loveland TR, Kommareddy A, Egorov A, Chini L, Justice CO,
Townshend JRG. 2013. High-resolution global maps of 21st-century forest cover change.
Science 342(6160):850–853 DOI 10.1126/science.1244693.

Hatch SK, Connelly EE, Divoll TJ, Stenhouse IJ, Williams KA. 2013. Offshore observations of
eastern red bats (Lasiurus borealis) in the mid-Atlantic United States using multiple survey
methods. PLOS ONE 8(12):e83803 DOI 10.1371/journal.pone.0083803.

Hayes MA, Cryan PM, Wunder MB. 2015. Seasonally-dynamic presence-only species distribution
models for a cryptic migratory bat impacted by wind energy development. PLOS ONE
10(7):e0132599 DOI 10.1371/journal.pone.0132599.

Wieringa et al. (2021), PeerJ, DOI 10.7717/peerj.11177 19/23

http://dx.doi.org/10.1111/j.1472-4642.2011.00813.x
http://dx.doi.org/10.1038/s41559-019-0972-5
http://dx.doi.org/10.1002/joc.5086
http://dx.doi.org/10.2307/1377421
http://dx.doi.org/10.1890/09-1340.1
http://dx.doi.org/10.1371/journal.pone.0097122
http://dx.doi.org/10.1016/j.biocon.2017.02.023
http://dx.doi.org/10.1644/09-MAMM-S-099R1.1
http://dx.doi.org/10.2307/2986645
http://dx.doi.org/10.1371/journal.pone.0085628
http://dx.doi.org/10.1016/S0304-3800(02)00204-1
http://dx.doi.org/10.1126/science.1244693
http://dx.doi.org/10.1371/journal.pone.0083803
http://dx.doi.org/10.1371/journal.pone.0132599
http://dx.doi.org/10.7717/peerj.11177
https://peerj.com/


Hayes MA, Hooton LA, Gilland KL, Grandgent C, Smith RL, Lindsay SR, Collins JD,
Schumacher SM, Rabie PA, Gruver JC, Goodrich‐Mahoney J. 2019. A smart curtailment
approach for reducing bat fatalities and curtailment time at wind energy facilities. Ecological
Applications 29(4):e01881 DOI 10.1002/eap.1881.

Hijmans RJ, Elith J. 2017. Species distribution modeling with R Introduction. R Cran Project.
Available at https://rspatial.org/raster/index.html#.

Hijmans RJ, Phillips S, Leathwick J, Elith J, Hijmans MRJ. 2017. Package ‘dismo’, R Package: R
package. Available at https://cran.r-project.org/package=dismo.

Hijmans RJ. 2019. raster: Geographic Data Analysis and Modeling. R package version 2.9-5.
Available at https://CRAN.R-project.org/package=raster.

Hobson KA, Wassenaar LI. 2018. Tracking animal migration with stable isotopes. Second Edition.
Cambridge: Academic Press.

Howey MCL. 2011. Multiple pathways across past landscapes: circuit theory as a complementary
geospatial method to least cost path for modeling past movement. Journal of Archaeological
Science 38(10):2523–2535 DOI 10.1016/j.jas.2011.03.024.

Ijäs A, Kahilainen A, Vasko VV, Lilley TM. 2017. Evidence of the migratory bat, Pipistrellus
nathusii aggregating to the coastlines in the Northern Baltic Sea. Acta Chiropterologica
19(1):127–139 DOI 10.3161/15081109ACC2017.19.1.010.

Johnson JS, Watrous KS, Giumarro GJ, Peterson TS, Boyden SA, Lacki MJ. 2011. Seasonal and
geographic trends in acoustic detection of tree-roosting bats. Acta Chiropterologica
13(1):157–168 DOI 10.3161/150811011X578705.

Jung K, Threlfall CG. 2018. Trait-dependent tolerance of bats to urbanization: a global meta-
analysis. Proceedings of the Royal Society B: Biological Sciences 285(1885):20181222
DOI 10.1098/rspb.2018.1222.

Kramer-Schadt S, Niedballa Jürgen, Pilgrim JD, Schröder B, Lindenborn J, Reinfelder V,
Stillfried M, Heckmann I, Scharf AK, Augeri DM, Cheyne SM, Hearn AJ, Ross J,
Macdonald DW, Mathai J, Eaton J, Marshall AJ, Semiadi G, Rustam R, Bernard H, Alfred R,
Samejima H, Duckworth JW, Breitenmoser-Wuersten C, Belant JL, Hofer H, Wilting A,
Robertson M. 2013. The importance of correcting for sampling bias in MaxEnt species
distribution models. Diversity and Distributions 19(11):1366–1379 DOI 10.1111/ddi.12096.

Krauel JJ, McGuire LP, Boyles JG. 2018. Testing traditional assumptions about regional migration
in bats. Mammal Research 63(2):115–123 DOI 10.1007/s13364-017-0346-9.

Kuhn M, Wing J, Weston S, Williams A, Keefer C, Engelhardt A, Cooper T, Mayer Z, Kenkel B,
R Core Team, Benesty M. 2020. Package “caret”. Available at https://github.com/topepo/caret/.

Kunz TH, Arnett EB, Erickson WP, Hoar AR, Johnson GD, Larkin RP, Strickland MD,
Thresher RW, Tuttle MD. 2007. Ecological impacts of wind energy development on bats:
questions, research needs, and hypotheses. Frontiers in Ecology and the Environment 5:315–324.

Lacoeuilhe A, Machon N, Bocq ALe, Kerbiriou C. 2014. The influence of low intensities of light
pollution on bat communities in a semi-natural context. PLOS ONE 9(10):e103042
DOI 10.1371/journal.pone.0103042.

Lehnert LS, Kramer-Schadt S, Teige T, Hoffmeister U, Popa-Lisseanu A, Bontadina F,
Ciechanowski M, Dechmann DKN, Kravchenko K, Presetnik P, Starrach M, Straube M,
Zoephel U, Voigt CC. 2018. Variability and repeatability of noctule bat migration in Central
Europe: evidence for partial and differential migration. Proceedings of the Royal Society B:
Biological Sciences 285(1893):20182174 DOI 10.1098/rspb.2018.2174.

Liaw A, Wiener M. 2018. Package ‘randomForest’: R package. Available at https://cran.r-project.
org/package=randomForest.

Wieringa et al. (2021), PeerJ, DOI 10.7717/peerj.11177 20/23

http://dx.doi.org/10.1002/eap.1881
https://rspatial.org/raster/index.html#
https://cran.r-project.org/package=dismo
https://CRAN.R-project.org/package=raster
http://dx.doi.org/10.1016/j.jas.2011.03.024
http://dx.doi.org/10.3161/15081109ACC2017.19.1.010
http://dx.doi.org/10.3161/150811011X578705
http://dx.doi.org/10.1098/rspb.2018.1222
http://dx.doi.org/10.1111/ddi.12096
http://dx.doi.org/10.1007/s13364-017-0346-9
https://github.com/topepo/caret/
http://dx.doi.org/10.1371/journal.pone.0103042
http://dx.doi.org/10.1098/rspb.2018.2174
https://cran.r-project.org/package=randomForest
https://cran.r-project.org/package=randomForest
http://dx.doi.org/10.7717/peerj.11177
https://peerj.com/


Lincoln FC. 1935. The waterfowl flyways of North America (No 342). Washington DC, USA:
US Department of Agriculture.

MacLeod CD. 2009. Global climate change, range changes and potential implications for the
conservation of marine cetaceans: a review and synthesis. Endangered Species Research
7(2):125–136 DOI 10.3354/esr00197.

Marmion M, Parviainen M, Luoto M, Heikkinen RK, Thuiller W. 2009. Evaluation of consensus
methods in predictive species distribution modelling. Diversity and Distributions 15(1):59–69
DOI 10.1111/j.1472-4642.2008.00491.x.

Marrotte RR, Bowman J. 2017. The relationship between least-cost and resistance distance. PLOS
ONE 12:1–19.

Mateo G, Vanderpoorten A, Munoz J, Laenen B, Desamore A. 2013. Modeling species
distributions from heterogeneous data for the biogeographic regionalization of the European
bryophyte flora. PLOS ONE 8(2):e55648 DOI 10.1371/journal.pone.0055648.

McClure ML, Hansen AJ, Inman RM. 2016. Connecting models to movements: testing
connectivity model predictions against empirical migration and dispersal data. Landscape
Ecology 31(7):1419–1432 DOI 10.1007/s10980-016-0347-0.

McGuire LP. 2019. Migratory wanderings: bat migration at the regional scale. Bat Research News
60(1):46–47.

McRae BH, Beier P. 2007. Circuit theory predicts gene flow in plant and animal populations.
Proceedings of the National Academy of Sciences of the United States of America
104(50):19885–19890 DOI 10.1073/pnas.0706568104.

Medley KA, Jenkins DG, Hoffman EA. 2015. Human-aided and natural dispersal drive gene flow
across the range of an invasive mosquito. Molecular Ecology 24(2):284–295
DOI 10.1111/mec.12925.

Mi C, Huettmann F, Guo Y, Han X, Wen L. 2017. Why choose Random Forest to predict rare
species distribution with few samples in large undersampled areas? Three Asian crane species
models provide supporting evidence. PeerJ 5(6):e2849 DOI 10.7717/peerj.2849.

Moran PA. 1950. Notes on continuous stochastic phenomena. Biometrika 37(1–2):17–23
DOI 10.1093/biomet/37.1-2.17.

Morningstar D, Sandilands A. 2019. Summer movements of a radio-tagged Hoary Bat (Lasiurus
cinereus) captured in southwestern Ontario. Canadian Field-Naturalist 133(2):125–129
DOI 10.22621/cfn.v133i2.2148.

Muscarella R, Galante PJ, Soley-guardia M, Boria RA, Kass JM, Anderson RP. 2014. ENMeval:
an R package for conducting spatially independent evaluations and estimating optimal model
complexity for MAXENT ecological niche models. Methods in Ecology and Evolution
5(11):1198–1205 DOI 10.1111/2041-210X.12261.

Muthersbaugh MS, Ford WM, Powers KE, Silvis A. 2019. Activity Patterns of Bats During the
Fall and Spring Along Ridgelines in the Central Appalachians. Journal of Fish and Wildlife
Management 10(1):180–195 DOI 10.3996/082018-JFWM-072.

National Audubon Society. 2010. The christmas bird count historical results. Available at www.
christmasbirdcount.org.

Ohio Division of Wildlife. 2015. Ohio Department of Natural Resources. Columbus: Ohio’s State
Wildlife Action Plan.

Pebesma E, Bivand R. 2012. Package ‘sp’: R Package. Available at https://cran.r-project.org/
package=sp.

Wieringa et al. (2021), PeerJ, DOI 10.7717/peerj.11177 21/23

http://dx.doi.org/10.3354/esr00197
http://dx.doi.org/10.1111/j.1472-4642.2008.00491.x
http://dx.doi.org/10.1371/journal.pone.0055648
http://dx.doi.org/10.1007/s10980-016-0347-0
http://dx.doi.org/10.1073/pnas.0706568104
http://dx.doi.org/10.1111/mec.12925
http://dx.doi.org/10.7717/peerj.2849
http://dx.doi.org/10.1093/biomet/37.1-2.17
http://dx.doi.org/10.22621/cfn.v133i2.2148
http://dx.doi.org/10.1111/2041-210X.12261
http://dx.doi.org/10.3996/082018-JFWM-072
www.christmasbirdcount.org
www.christmasbirdcount.org
https://cran.r-project.org/package=sp
https://cran.r-project.org/package=sp
http://dx.doi.org/10.7717/peerj.11177
https://peerj.com/


Pettit JL, O’Keefe JM. 2017. Day of year, temperature, wind, and precipitation predict timing of
bat migration. Journal of Mammalogy 98:1236–1248.

Phillips SJ, Dudik M, Schapire RE. 2017. Maxent software for modeling species niches and
distributions. Version 3.4.1. Available at https://biodiversityinformatics.amnh.org/open_source/
maxent/.

Poor EE, Loucks C, Jakes A, Urban DL. 2012. Comparing habitat suitability and connectivity
modeling methods for conserving pronghorn migrations. PLOS ONE 7(11):e49390
DOI 10.1371/journal.pone.0049390.

Proosdij ASJ, Sosef MSM, Wieringa JJ, Raes N. 2016. Minimum required number of specimen
records to develop accurate species distribution models. Ecography 39(6):542–552
DOI 10.1111/ecog.01509.

Razgour O, Rebelo H, Febbraro DM, Russo D. 2016. Painting maps with bats: species distribution
modelling in bat research and conservation. Hystrix: The Italian Journal of Mammalogy 27:1–8.

Reimer JP, Baerwald EF, Barclay RM. 2018. Echolocation activity of migratory bats at a wind
energy facility: testing the feeding-attraction hypothesis to explain fatalities. Journal of
Mammalogy 99(6):1472–1477 DOI 10.1093/jmammal/gyy143.

Reynolds MD, Sullivan BL, Hallstein E, Matsumoto S, Kelling S, Merrifield M, Fink D,
Johnston A, Hochachka WM, Bruns NE, Reiter ME, Veloz S, Hickey C, Elliott N, Martin L,
Fitzpatrick JW, Spraycar P, Golet GH, McColl C, Morrison SA. 2017. Dynamic conservation
for migratory species. Science Advances 3(8):e1700707 DOI 10.1126/sciadv.1700707.

Rydell J, Bach L, Dubourg-Savage MJ, Green M, Rodrigues L, Hedenström A. 2010.Mortality of
bats at wind turbines links to nocturnal insect migration? European Journal of Wildlife Research
56(6):823–827 DOI 10.1007/s10344-010-0444-3.

Shah VB, McRae B. 2008. Circuitscape: A tool for landscape ecology. In: Proceedings of the 7th
Python in Science Conference, SciPy. 62–65.

Shaw AK, Couzin ID. 2013. Migration or residency? The evolution of movement behavior and
information usage in seasonal environments. American Naturalist 181(1):114–124
DOI 10.1086/668600.

Simmons NB, Cirranello AL. 2020. Bat species of the world: a taxonomic and geographic database.
Available at batnames.org.

Sjollema AL, Gates JE, Hilderbrand RH, Sherwell J. 2014. Offshore activity of bats along the
Mid-Atlantic Coast. Northeastern Naturalist 21(2):154–163 DOI 10.1656/045.021.0201.

Smeraldo S, Di Febbraro M, Bosso L, Flaquer C, Guixé D, Lisón F, Meschede A, Juste J,
Prüger J, Puig-Montserrat X, Russo D. 2018. Ignoring seasonal changes in the ecological niche
of non-migratory species may lead to biases in potential distribution models: lessons from bats.
Biodiversity and Conservation 27(9):2425–2441 DOI 10.1007/s10531-018-1545-7.

Sullivan BL, Wood CL, Iliff MJ, Bonney RE, Fink D, Kelling S. 2009. eBird: a citizen-based bird
observation network in the biological sciences. Biological Conservation 142(10):2282–2292
DOI 10.1016/j.biocon.2009.05.006.

Tachikawa T, Kaku M, Iwasaki A, Gesch DB, Oimoen MJ, Zhang Z, Danielson JJ, Krieger T,
Curtis B, Haase J, Abrams M, Carabajal C. 2011. ASTER global digital elevation model version
2-summary of validation results. Washington, D.C.: NASA.

Tracy JL, Kantola T, Baum KA, Coulson RN. 2019. Modeling fall migration pathways and
spatially identifying potential migratory hazards for the eastern monarch butterfly. Landscape
Ecology 34(2):443–458 DOI 10.1007/s10980-019-00776-0.

Urbanek S. 2019. Package ‘rJava’: R package. Available at https://CRAN.R-project.org/
package=rJava.

Wieringa et al. (2021), PeerJ, DOI 10.7717/peerj.11177 22/23

https://biodiversityinformatics.amnh.org/open_source/maxent/
https://biodiversityinformatics.amnh.org/open_source/maxent/
http://dx.doi.org/10.1371/journal.pone.0049390
http://dx.doi.org/10.1111/ecog.01509
http://dx.doi.org/10.1093/jmammal/gyy143
http://dx.doi.org/10.1126/sciadv.1700707
http://dx.doi.org/10.1007/s10344-010-0444-3
http://dx.doi.org/10.1086/668600
batnames.org
http://dx.doi.org/10.1656/045.021.0201
http://dx.doi.org/10.1007/s10531-018-1545-7
http://dx.doi.org/10.1016/j.biocon.2009.05.006
http://dx.doi.org/10.1007/s10980-019-00776-0
https://CRAN.R-project.org/package=rJava
https://CRAN.R-project.org/package=rJava
http://dx.doi.org/10.7717/peerj.11177
https://peerj.com/


Van Etten J. 2017. R package gdistance: distances and routes on geographical grids. Journal of
Statistical Software 76(13):v076i13 DOI 10.18637/jss.v076.i13.

Voigt CC, Frick WF, Holderied MW, Holland R, Kerth G, Mello MAR, Plowright RK, Swartz S,
Yovel Y. 2017. Principles and patterns of bat movements: from aerodynamics to ecology.
Quarterly Review of Biology 92:267–287.

Voigt CC, Lindecke O, Schonborn S, Kramer-Schadt S, Lehmann D. 2016. Habitat use of
migratory bats killed during autumn at wind turbines. Ecological Applications 26(3):771–783
DOI 10.1890/15-0671.

Walters BL, Sparks DW, Whitaker JO, Ritzi CM. 2006. Timing of migration by eastern red bats
(Lasiurus borealis) through central Indiana. Acta Chiropterologica 8(1):259–263.

Wang Y, Pan Y, Parsons S, Walker M, Zhang S. 2007. Bats respond to polarity of a magnetic field.
Proceedings of the Royal Society B: Biological Sciences 274(1627):2901–2905
DOI 10.1098/rspb.2007.0904.

WCS and CIESIN. 2005. Last of the wild project, version 2, 2005 (LWP-2): global human influence
index (HII) dataset (Geographic). Palisades: NASA Socioeconomic Data and Applications Center
(SEDAC).

Webster MS, Marra PP, Haig SM, Bensch S, Holmes RT. 2002. Links between worlds: unraveling
migratory connectivity. Trends in Ecology & Evolution 17(2):76–83
DOI 10.1016/S0169-5347(01)02380-1.

Welbergen JA, Meade J, Field HE, Edson D, McMichael L, Shoo LP, Praszczalek J, Smith C,
Martin JM. 2020. Extreme mobility of the world’s largest flying mammals creates key challenges
for management and conservation. BMC Biology 18:1–13.

Weller TJ, Castle KT, Liechti F, Hein CD, Schirmacher MR, Cryan PM. 2016. First direct
evidence of long-distance seasonal movements and hibernation in a migratory bat. Scientific
Reports 6(1):1–7 DOI 10.1038/s41598-016-0001-8.

Westbrook JK, Nagoshi RN, Meagher RL, Fleischer SJ, Jairam S. 2016. Modeling seasonal
migration of fall armyworm moths. International Journal of Biometeorology 60(2):255–267
DOI 10.1007/s00484-015-1022-x.

Wieringa et al. (2021), PeerJ, DOI 10.7717/peerj.11177 23/23

http://dx.doi.org/10.18637/jss.v076.i13
http://dx.doi.org/10.1890/15-0671
http://dx.doi.org/10.1098/rspb.2007.0904
http://dx.doi.org/10.1016/S0169-5347(01)02380-1
http://dx.doi.org/10.1038/s41598-016-0001-8
http://dx.doi.org/10.1007/s00484-015-1022-x
http://dx.doi.org/10.7717/peerj.11177
https://peerj.com/

	Predicting migration routes for three species of migratory bats using species distribution models
	Introduction
	Methods
	Results
	Discussion
	Conclusions
	flink6
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile (None)
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages false
  /ColorImageDownsampleType /Average
  /ColorImageResolution 300
  /ColorImageDepth 8
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /FlateEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages false
  /GrayImageDownsampleType /Average
  /GrayImageResolution 300
  /GrayImageDepth 8
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /FlateEncode
  /AutoFilterGrayImages false
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages false
  /MonoImageDownsampleType /Average
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000500044004600206587686353ef901a8fc7684c976262535370673a548c002000700072006f006f00660065007200208fdb884c9ad88d2891cf62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef653ef5728684c9762537088686a5f548c002000700072006f006f00660065007200204e0a73725f979ad854c18cea7684521753706548679c300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /DEU <>
    /ESP <>
    /FRA <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020b370c2a4d06cd0d10020d504b9b0d1300020bc0f0020ad50c815ae30c5d0c11c0020ace0d488c9c8b85c0020c778c1c4d560002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken voor kwaliteitsafdrukken op desktopprinters en proofers. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
    /ENU (Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


